For NPC patients who received or completed their treatments
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Takepy Take2 Clarity™ -
Test for NPC Monitoring
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A simple blood test designed and validated for better prediction of nasopharyngeal
cancer (NPC) recurrence with superior sensitivity
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What is Take2 Clarity™
EFEE Take2 Clarity™

The Take2 Clarity™ Test utilises the Next-generation Sequencing (NGS) analysis that
allows a more comprehensive, unbiased detection and quantitation of plasma EBV
DNA. Through blood drawing, it provides robust and clinically proven assay
performance in the prognostication of NPC patients after treatment.
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Technological Breakthrough 372288

The conventional gPCR approach has a lower sensitivity for the detection of recur-
rent NPC, while with the use of the Next-generation Sequencing (NGS) approach,
which allows the detection of entire EBV genome, a more sensitive, comprehensive
and unbiased detection of plasma EBV DNA molecules can be achieved, bringing
the sensitivity of detection of NPC recurrence to the next level.
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Limitations of Conventional EBV DNA Tests
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Epstein-Barr virus (EBV) infection is highly associated with nasopharyngeal carcinoma
(NPC), and previous studies showed that quantitative analysis of plasma EBV DNA was
useful for the monitoring and prognostication of NPC, including the prediction of
recurrence and progression-free survival. Thus, the concentration of plasma EBV DNA
at the end of primary treatment is a common prognostic marker for NPC patients,
which is conventionally quantified by the gPCR approach.
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However, up to 40% of NPC patients who would later develop disease recurrence
had undetectable post-treatment plasma EBV DNA on qPCR’; the sensitivity for
prediction of recurrence was low.
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Advanced NGS Technology
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e NGS approach provides better sensitivity for identifying patients with
increased risk of recurrence.

RATREABEREE, BB ERARNEE

|. Achieved high performance
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ll. Improved survival prediction fZ&TEAIRIERAIERF

* Among patients with undetectable EBV DNA by gPCR approach, the
sequencing approach could further identify subgroups with different
5-year progression-free survival (PFS) based on the proportion of plasma
EBV DNA, with the best possible PFS approaching 90%'. Providing a
more accurate information for patients and doctors’ references, through
appropriate treatment follow-ups, patients could enjoy better survival
outcomes.
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Patients with low EBV concentration were Since the qPCR approach is less sensitive in detecting
Post treatment NPC patients classified as having an undetectable level EBV DNA molecules at low concentrations, patients might
SRS SRS R E of EBV DNA by the gPCR approach be wrongly predicted to have PFS ~80% in general.
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The survival outcomes of NPC patients may not be accurately predicted using gPCR approach
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A wide range of EBV DNA proportions was NGS could further identify subgroups which gPCR could
Post-treatment NPC patients detected by the NGS approach, patients not do so, with respective survival rates indicating the best
SERCARRR IS IRE B E were stratified into different subgroups possible outcome reaching 90%
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The survival outcomes prediction of NPC patients is greatly improved using the NGS approach

FERANGSHfiTRE B AR TR A & BB VAR




Key Differences between Conventional Test and Take2 Clarity™
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Comeparison of Take2 Clarity™ and other qPCR-based EBV DNA tests:
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Take2 Clarity™

Other qPCR-based EBV DNA tests
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Interested in Choosing #{A&EH
Take2 Clarity™ Test for NPC Monitoring?

Please consult your doctor for more details.
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Contact Us Bi#&F(M

General enquiry 5% : (852) 3613 0536
WhatsApp : (852) 5377 0823

Email EE : customer.support@take2.health

Disclaimer 2 EEHH:

Facebook : Take2 Health
Website : take2health.net

This test only serves as an aid to doctors’ diagnosis, and a referral from registered doctor is required. Please consult your doctor or healthcare professionals for more information.
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